Tablel: Nucleotide Sequence of Enod2a Genomic Clone 

G G AT C C T T AC AC AG GC C AG AC AT C C C C AAG T T C T C A 3 6 
BamHI 

AATAAGACAAATTTGGTTGTTCTTTTCTTAATATTTCACAGGGAGATGTTCTGTCTTTTG 96 

ATTTGGGGATTTCATTTAGCACATAACAAACAGTTAACAAAATTTCGCCCCACCAAAAAG 156 

ATGTTGCACTAGAACTCAACATAGTAGCTAC/^ACTAATTCTGTAAAAGTTCTGTTCTTTC 216 

TTTCAGCTTTACCGTTCATTTCAGGTGAATATGGAGCAGTTGTTTCATGTATGATTCCAT 27 6 

GCAAATTATAAAACTCATTAAACAAACTGGAATCATACTCTGTGCCTCTATCACTTCGAA 336 
* 

GTTTCTTAATTTTCTTATTGAATTGATTTTCAATTTCTGTTACAAATAACTTAAACATGT 396 

C AAG C GC T T C ACT T T TAT T T T T CAT AAG AT AT AC AT AT AT AT AT AAT C AG AG C AG T CAT C 4 56 

AATAAAAGTGAT7^AAATATCGTTTTCCATTTCTGGTCAACGTTCCATCAAATTCACATAT 516 

ATCAGAATGTATTAAATCCAATGGCTCAGATTCTTTAACTACTGATTTTTGTGATTTTTT 57 6 

AGTTATTTTAGATTGACTGCAAAAAACACACTTTTCAAAGTGATTTGAAGATAGCTTTGG 636 

AATAAAACCTAAGTTACTCATATTAGATATGCAACGACTATTTATATGACAAAGTCTAGA 696 

ATGCCAGAATTAAAATCACACAGCATGTAAGCAGAAGGAGAAACTTTATTAATATCAAGA 756 

TTCAATTTGAACATGCCATCAGTGGCGTACCCTTTCCCTACAAATACCCCATTCTTGGTC 816 

AAAGTAAATAAATCTGCACCTATGGTCTGAGTAAACCCAGCCTTGTTTAAAAGAAAACCA 87 6 

■ ••••* 

GAAACCAGATTCTTTCTCATCTCTGGAGTATGCATCACATCTTTGAGAATCAAAGTCTTT 936 

»••••• 

CCAGAGGTAAACTTCAGTTCAACATCTCCAGTTCTAGCAACAGTAGTGGTGTGGGAATCA 996 

FIG. 2A 



CCCAACAACACTTTCTTATTTTCAACATTCGTGTATGTTTTAAACATAGCATGATCTTTA 105 6 

Sau 3A 

TACTTGTATTTTTTTTTTGTTTTAGTTTCTATACTTAAAAATTCTGTTTTATTATTTTTA 1116 

CGCCTTAGTTTTCTAGCAATCTAAAACTGATATAAAATAGAAGTATAACGACTAAAACAT 117 6 

AAAAAAAAAAAAT TGT AT AAAAAAT AAAGC AT AT AGCT T TC AT T C AT AT AT AAG AACT AA 1236 

ACTGAAATACCAGTGTAAGTATAAGAACTAATCGATAAATTAAGCCAAATTAAGGGTACA 1296 

TATTATTTTTAAGAAAATTAGGCCGGGTATATATTTTTAAAAAGGACTATACACTATGTG 1356 

ACGATAGAAATAATAGGTATGTAGATGTATGTTAAGTATTTTCTAATGTGTTTTTTACTT 1416 

TCTCTATCACACTTGTTATTTTCT CACTA TTTTTTTCTCTTGTTTCTCTGTTATTTTCAC 14 7 6 

TCTAAAACTGGAG TAATA TGTTTATGACTACAACACATTTTGACATGACTTAGGATTAAC 1536 

Hind3 

ATATATTATGATAAAATAACTAAAGATTGATAACCTTGATAGAAAAGCTTCTCATGTCTC 1596 
TS ± 20 

CTCTCCCTATAAGTAGTTTCCCATTGTTATCACTTTTCATCAGCACAAGCTAAGACATGA 1656 

ORF1 M 

CTTCTGTACTACACTACTCACTCCTGCTGCTCCTGCTTGGAGTGGTGATTCTCACCACTC 1716 
TSVLHYSLLLLLLGVVI LTT 

CAGTGCTAGCTAATTTGAAGCCACGCTTCTTCTATGAGCCTCCTCCAATTGAGAAACCCC 177 6 
PVLANLKPRFFYEPPPI EKP 

OFR2 MSLLQLRNP 

CCACCTATGAACCTCCACCATTTTATAAGCCCCCATACTACCCACCACCAGTGCACCACC 1836 
PTYEPPPFYKPPYYPPPVHH 
PPMNLHHFI SPHTTHHQCTT 

CTCCACCAGAGTACCAACCACCCCATGAAAAAACACCACCTGAGTATCTACCTCCTCCTC 18 96 
PPPEYQPPHEKTPPEYLPPP 
LHQSTNHPMKKHHLS I YLLL 

ATGAGAAACCACCACCAGAATACCTACCTCCTCATGAGAAACCGCCACCAGAATACCAAC 1956 
HEKPPPEYLPPHEKPPPEYQ 
MRNHHQNTYLLMRNRHQNTN 



FIG. 2B 



CTCCTCATGAGAAACCACCCCATGAGAATCCACCACCGGAGCACCAACCACCTCATGAGA 2016 
PPHEKPPHENPPPEHQPPHE 
LLMRNHPMRIHHRSTNHLMR 

AGCCACCAGAGCACCAACCACCTCATGAGAAGCCACCACCAGAGTATGAACCACCTCATG 207 6 
KPPEHQPPHEKPPPEYEPPH 
SHQSTNHLMRSHHQSMNHLM 

AGAAACCACCACCAGAATACCAACCACCTCATGAGAAGCCACCACCAGAATACCAACCAC 2136 
EKPPPEYQPPHEKPPPEYQP 
RNHHQNTNHLMRSHHQNTNH 

CT C AT G AG AAAC C AC C AC C AG AAT AC C AAC C AC C T CAT G AG AAG C C AC C AC C AG AG C AC C 2196 
PHEKPPPEYQPPHEKPPPEH 
LMRNHHQNTNHLMRSHHQST 

AACCACCTCATGAGAAGCCACCAGAGCACCAGCCACCTCATGAGAAGCCACCACCAGAGT 2256 
QPPHEKPPEHQPPHEKPPPE 
NHLMRSHQSTSHLMRSHHQS 

AT C AAC C AC C T CAT GAG AAAC C AC C AC C AG AAT AC C AAC C T C C T C AAG AAAAG C C AC C AC 2316 
YQPPHEKPPPEYQPPQEKPP 
INHLMRNHHQNTNLLKKSHH 

ATGAAAAACCACCGCCAGAATACCAACCTCCTCATGAAAAGCCACCACCAGAACACCAAC 237 6 
HEKPPPEYQPPHEKPPPEHQ 
MKNHRQNTNLLMKSHHQNTN 

CTCCCCATGAAAAGCCACCACCAGTGTACCCACCCCCTTATGAGAAACCACCACCAGTGT 24 36 
PPHEKPPPVYPPPYEKPPPV 
LPMKSHHQCTHPLMRNHHQC 

ATGAACCCCCTTATGAGAAGCCACCCCCAGTAGTGTATCCACCTCCTCATGAGAAACCAC 24 96 
YEPPYEKPPPVVYPPPHEKP 
MNPLMRSHPQ* (SEQ ID NO:3) 

CCATTTATGAGCCACCGCCATTGGAGAAGCCACCGGTCTACAATCCCCCACCTTATGGCC 2556 
PIYEPPPLEKPPVYNPPPYG 

GC T AT C C AC CAT C C AAG AAAAAC T AAT AACC AC TTGCCTGCGT C AC AT GTTTTGGTC T AC 2616 
RYPPSKKN* (SEQ ID NO:2) 

TCAAACTTAGACCTGCCCTTTGTCATATAAAGCTTTCTGTTTCTGTTTAAGATCTCAAGT 267 6 

Hind3 

ACAATATGTCCCTTCTGCATGCACTACTTCTTCAAAATAAAGGCTTTATGCCTATGTATA 2736 

ATACTCTACTTTAATTCTCCTTTCACCATCGATATTGTAATGTCAACTACTAGTGTGGGT 27 96 

TTATCTATGGCTATAATAAGTTTTTCTTTGTGTTTACTTATGAGTCTTTGTTTTTAATTG 2856 



FIG. 2C 



CATGCTAAAAATTGGCAAAAACATATATAATTCTGTTCGTACATGTTTTATTTTATGAAC 2 916 

TTCATAAGTACCGGTAAAGCAATGATAATGTGTAAAGTTGCTTGGTCTATATATATGTTT 297 6 

AAATACACATATCTCTAAACCGTCAATGAGAAATACTCTCTGTACCTGTTTATTCAACTT 3036 

GGAAAACTAAACCACATAATAAAC (SEQ ID NO:l) 3060 

FIG. 2D 



Table 2: Nucleotide Sequence of Enod2b Genomic Clone 

AAGCTTGACAAAAGATAAATGCTTTGTGGGGTGGCGTAGCGTCTTTATGCAGCAATGGTT 60 
Hind 3 

TATGTAATTTATGTAATGGGGTGGTCACTCCTAGTGACTGTCCTCTGTGTTATGATTAAT 120 

GAAATGTTTTGCTTTTTCGAAAAGAACAAAAAATCCTTAAGTTCACCCCATTTGTAAATA 180 

GTCTCTTACATTGAATTGGGGTTGAATTATTAAAGAAGAAATCTCAACTACTTATTTATT 24 0 

TTAAATTTCAATCATTTATTAGTTTAATTTTTATA7VATCACTTTTCTAAATATTAAAATA 300 

T AAT AAAAC T CT TCT AAAAAC AT AAT AAAAT T AAT AACT AAAAT AAAT AAAT TAT T T T T T 360 

ATTGGTATTTATTTTTGTTTTTTTTTTTTCTAAATTCATATTCTTTTACTTATGTTTTAA 4 20 

TAGACAAAAAACTGATTTGTAACNNNNNNCATGTATAGAAAACTATTCCTTTAACCTATA 4 80 

AAAAACTATCATTAAAATATTTTTTAAGATAATTATTATAAAAATCAACAAACTTATTAA 54 0 

TAATATATGATTCAATAATAATATATAAAATCTTTGCATCTAACATAAATTATAATAATA 600 

TTACAATTTTTTCCTTTAAATCAATTTTACATTTTAAAAAATCAAATTAAATTCATATCC 660 

GACTATTGCTGCGCATGATAGGCTCT7\AAAGACCATCCCATTCACATATTAATATCTTAT 720 

TCAACGTTAATCTGTGTTCTGTTAGATTCCAAAGATTCCAGTGAATAGTGATGGCTAAGA 7 80 

ACAGTTTCTTGACCTTTCGCTAACAAGCAAGCCTACCTATACAAGCTCCAATTATTTTCT 84 0 

TTTTTGAGGATTGCTCCATTTATTNNCCGACAAAACATACATGCATCTAAATGTGGCAGC 900 

ATGCTAAAGTTTTGGTGAGGCTATAGTAAAATATGAAATAAAGATTTGAAGTTTCAGCCC 960 

AATATAAAAAAAAAATTAATTCCTTCTGAAATGAAAAGAGTATCAAAGAAGATATAATCA 1020 

FIG. 3A 



GTAAAATCTTTTTCATAAGCATTGATCTGGATACATCAACTTTGATGCGTTGGAAATACT 

G T G C T C AAG T T T G AC AG C AAT T C T T GG AA TTTTTTCGC C AC AAC AG AAG C T C C AG AC GAT 

TATGATTTATGACCTTATATGATGTTAGTTACGTGAAAGTAATTAGAATCGCATTTGCTA 

ACTATTAGCAATTTTTTTTTTTAAGCTAATGCAAGTGACAGAATCTTAGGTCTCTATAAT 

TTGAACCTGTGGCGGTGGAACTCGTACTTCATGTGCTGAAAAGAACTTGATATTTTTTTA 

AGGGAAATAATATATATCAATGCTCCTAAGTCCTAAACTTTATCTTCTTTGGCAGCTAAA 

T T T AC T T T AAAAAG AAAT AAG AT T AAAT AAC T T T T T C T T AC AAG AAAAT AT AT T T AAT T A 

TTAATTGTTAAGTTTAACGTCTTTTTATACATTTATTTGTTTTAAATTCCAGTCATCTTT 

T T AAC AT AAT T CC AATC AT T T AT T AGT T T T ACT T T T AT AAAC AAT AAAAC AT AAT T AAT T 

TTCAGATTAAAAAATAGATAGAAGTTTTTTAATTGTTTTTTATTATCAAATTTCAATTTT 

AAC AT AT T T TAT AAT AG AT AAAAT G AAT T G T AAC AAAT T AATG AT T G ACC T TAT AG AT AA 

GT AAT T T AGC C AAC AAC T T T T T T AG TAT T AAAT T G AT AG AAAAAT T AAG C T AT AT T T GGG 

GGGGGGGGGGGTCAAGTTTAATGAAGTTAAAGTTCATTGAATATATTTGTAAAAAAAGAT 

AAAGGGTTTAAGGTCTAATAGAGATAATATTTAAGGACTTAATTAATTATTTGATCTTTA 

Sau 3a 

TACTTGTATTTTTTTTTTGTTTTAGTTTCTATACTTAAAAATTCTGTTTTATTATTTTTA 

CGCCTTAGTTTTCTAGCAATCTAAAACTGATAT AAAAT AGAAGTATAACGACTAAAACAT 

«..».• 

AAAAAAAAAAAAT TG T AT AAAAAAT AAAGC AT AT AGC T T TCAT T CAT AT AT AAG AAC T AA 

AC T G AAAT AC C AG T G T AAG TAT AAG AAC T AAT CG AT AAAT T AAG C C AAAT T AAG G G T AC A 

FIG. 3B 



TATTATTTTTAAGAAAATTAGGCCGGGTATATATTTTTAAAAAGGACTATACACTATGTG 2160 



ACG AT AG AAAT AAT AGGT AT G TAG AT G TAT G T T AAGT AT T T T C T AAT GT G T T T T T T AC T T 2220 



TCTCTATCACACTTGTTATTTTCTCACTATTTTTTTCTCTTGTTTCTCTGTTATTTTCAC 2280 



T C T AAAAC T G G AG T AAT AT G T T TAT G AC T AC AAC AC AT T T T G AC AT G AC T T AGG AT T AAC 234 0 



AT AT AT TAT G AT AAAAT AAC T AAAG AT TG AT AACCT T G AT AG AAGC T TC T C ATGTCT CC T 24 00 
TS ± 20 Hind3 

CTCCCTATAAGTAGTTTCCCATTGTTATCACTTTTCATCAGCACAAGCTAAGACATGACT 24 60 

ORF1 M T 

TCTGTACTACACTACTCACTCCTGCTGCTCCTGCTTGGAGTGGTGATTCTCACCACTCCA 2520 
SVLHYSLLLLLLGVVI LTT P 

GTGCTAGCTAATTTGAAGCCACGCTTCTTCTATGAGCCTCCTCCAATTGAGAAACCCCCC 2580 
VLANLKPRFFYEPPPIEKPP 

ORF2 MSLLQLRNPP 

AC C T A T G AAC C T C C AC CAT T T T AT AAG C C C C CAT AC T AC C C AC C AC C AG T G C AC C AC C C T 264 0 
TYEPPPFYKPPYYPPPVHHP 
PMNLHHFISPHTTHHQCTTL 

CCACCAGAGTACCAACCACCCCATGAAAAAACACCACCTGAGTATCTACCTCCTCCTCAT 2700 
PPEYQPPHEKTPPEYLPPPH 
HQSTNHPMKKHHLS IYLLLM 

GAGAAACCACCACCAGAATACCTACCTCCTCATGAGAAACCGCCACCAGAATACCAACCT 27 60 
EKPPPEYLPPHEKPPPEYQP 
RNHHQNTYLLMRNRHQNTNL 

C C T C AT G AG AAAC C AC C C C AT GAG AAT C C AC C AC C G GAG C AC C AAC C AC C T CAT GAG AAG 2820 
PHEKPPHENPPPEHQPPHEK 
LMRNHPMRIHHRSTNHLMRS 

CCACCAGAGCACCAACCACCTCATGAGAAGCCACCACCAGAGTATGAACCACCTCATGAG 2880 
PPEHQPPHEKPPPEYEPPHE 
HQSTNHLMRSHHQSMNHLMR 

AAACCACCACCAGAATACCAACCACCTCATGAGAAGCCACCACCAGAATACCAACCACCT 2940 
KPPPEYQPPHEKPPPEYQPP 
NHHQNTNHLMRSHHQNTNHL 

CATGAGAAACCACCACCAGAATACCAACCACCTCATGAGAAGCCACCACCAGAGCACCAA 3000 
HEKPPPEYQPPHEKPPPEHQ 
MRNHHQNTNHLMRSHHQSTN 



FIG. 3C 



« 

CCACCTCATGAGAAGCCACCAGAGCACCAGCCACCTCATGAGAAGCCACCACCAGAGTAT 3060 
PPHEKPPEHQPPHEKPPPEY 
HLMRSHQSTSHLMRSHHQSI 

CAACCACCTCATGAGAAACCACCACCAGAATACCAACCTCCTCAAGAAAAGCCACCACAT 3120 
QPPHEKPPPEYQPPQEKPPH 
NHLMRNHQNTNLLKKS HHMK 
. ■ . • • • 

G AAAAAC C AC C G C C AG AAT AC C AAC C T C C T C AT G AAAAG C C AC C AC C AG AAC AC C AAC C T 3180 
EKPPPEYQPPHEKPPPEHQP 
NHRQNTNLLMKSHHQNTNLP 

CCCCATGAAAAGCCACCACCAGTGTACCCACCCCCTTATGAGAAACCACCACCAGTGTAT 324 0 
PHEKPPPVYPPPYEKPPPVY 
MKSHHQCTHPLMRNHHQCMN 

■ • • • • * 

GAACCCCCTTATGAGAAGCCACCCCCAGTAGTGTATCCACCTCCTCATGAGAAACCACCC 3300 
EPPYEKPPPVVYPPPHEKPP 
PLMRSHPQ* (SEQ ID NO: 6) 

ATTTATGAGCCACCGCCATTGGAGAAGCCACCGGTCTACAATCCCCCACCTTATGGCCGC 3360 
IYEPPPLEKPPVYNPPPYGR 

TATCCACCATCCAAGAAAAACTAATAACCACTTGCCTGCGTCACATGTTTTGGTCTACTC 34 20 
YPPSKKN* (SEQ ID NO:5) 

AAACTTAGACCTGCCCTTTGTCATATAAAGCTTTCTGTTTCTGTTTAAGATCTCAAGTAC 34 80 

Hind3 

AATATGTCCCTTCTGCATGCACTACTTCTTCAAAAT7VAAGGCTTTATGCCTATGTATAAT 354 0 



. • • • • • 

ACTCTACTTTAATTCTCCTTTCACCATCGATATTGTAATGTCAACTACTAGTGTGGGTTT 3600 



ATCTATGGCTATAATAAGTTTTTCTTTGTGTTTACTTATGAGTCTTTGTTTTTAATTGCA 3660 

TGCTAAAAATTGGCAAAAACATATATAATTCTGTTCGTACATGTTTTATTTTATGAACTT 37 20 

CATAAGTACCGGTAAAGCAATGATAATGTGTAAAGTTGCTTGGTCTATATATATGTTTAA 37 80 

ATACACATATCTCTAAACCTGTCAATGAGAAATACTCTCTTGTACCTTGTTTATTCAACT 384 0 



TGGGAGACTAAACCTA (SEQ ID NO: 4) 3856 



FIG. 3D 



